Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.045; wR factor = 0.125; data-to-parameter ratio = 14.4.
The title potential antibacterial compound, C 14 H 12 N 2 O 4 ÁH 2 O, is a Schiff base which has an intramolecular O-HÁ Á ÁN hydrogen bond and crystallizes with one uncoordinated water molecule, which links three symmetry-related molecules through two O-HÁ Á ÁO and one N-HÁ Á ÁO hydrogen bond. In the crystal structure, further intermolecular O-HÁ Á ÁO hydrogen bonds link symmetry-related molecules, forming layers parallel to the bc plane. 
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Experimental
Crystal data 
Data collection
Bruker SMART APEX areadetector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Siemens, 1996 ); cell refinement: SAINT (Siemens, 1996) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 1997a); program(s) used to refine structure: SHELXL97 (Sheldrick, 1997a); molecular graphics: SHELXTL (Sheldrick, 1997b) ; software used to prepare material for publication: SHELXTL. (Jing et al., 2006; Yang, 2007; Wang et al., 2007) .
Structure Reports Online
Complexes derived from Schiff bases have also been widely investigated (Ali et al., 2005; Qiu et al., 2006; Diao, 2007; Diao, 2007; Diao, Shu et al., 2007; Diao, Wang et al., 2007) . We report herein the crystal structure of the title compound derived from the reaction of equimolar salicylaldehyde with 3,5-dihydroxybenzoic acid hydrazide in a methanol solution.
The molecular structure of the title compound ( Fig. 1 ) is a Schiff base, which has an intramolecular O1-H1···N1 hydrogen bond (Table 1) , and crystallizes as a water solvate. In the crystal structure the water molecule links three symmetry related molecules through two donnor O-H···O hydrogen bonds and one acceptor N-H···O hydrogen bond (Table 1) .
Together with two further intermolecular O-H···O hydrogen bonds, layers parallel to the bc plane are formed (Fig. 2) .
Experimental
Salicylaldehyde and 3,5-dihydroxybenzoic acid hydrazide were purchased from Aldrich and were used without further purification. Salicylaldehyde (0.1 mmol, 12.2 mg) and 3,5-dihydroxybenzoic acid hydrazide (0.1 mmol, 16.8 mg) were mixed in a methanol solution (10 cm 3 ). The mixture was stirred at reflux for 30 min and cooled to room temperature. After keeping the solution in air for a few days, yellow block-shaped crystals appeard at the bottom of the vessel.
Refinement
The NH H-atom, H2A, and the water H-atoms were located from difference Fourier maps and were refined with the N-H, O-H and H···H distances restrained to 0.90 (1), 0.85 (1) and 1.37 (2) Å, respectively. The remaining H-atoms were placed in calculated positions and treated as riding atoms; C-H = 0.93 Å with U iso (H) = 1.2U eq (C), and O-H = 0.82 Å with U iso (H) = 1.5U eq (O). Figures   Fig. 1 . The molecular structure of the title compound, showing the numbering scheme and displacement ellipsoids drawn at the 30% probability level supplementary materials sup-2 Symmetry codes: (i) −x+2, −y+1, −z+1; (ii) x, −y+1/2, z−1/2; (iii) −x+2, y+1/2, −z+3/2.
supplementary materials sup-6 
